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3HF RARAAFE 5 KT PBX3,.C1QBP mRNA & £ ik 48, £ 7 B A 43t 5 & L (Log-Rank »*=12.761,10. 910, P<
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[Abstract] Objective To investigate the expression of pre-B-cell leukemia homeobox gene 3(PBX3) and comple-
ment Clq binding protein(C1QBP) in laryngeal cancer, and explore their relationship with clinical prognosis. Methods
132 patients with laryngeal cancer treated in our hospital from January 2018 to January 2020 were selected. Real-time flu-
orescence quantitative polymerase chain reaction was used to detect the expression of PBX3 and C1QBP mRNA in cancer
tissues and adjacent tissues. The expression of PBX3 and C1QBP protein in tissues was detected by immunohistochemis-
try. Pearson correlation analysis was used to analyze the correlation between PBX3 and C1QBP mRNA expression in
cancer tissues. The expressions of PBX3 and C1QBP in laryngeal cancer tissues of patients with different clinicopathologi-
cal characteristics were compared. Kaplan-Meier curve was used to analyze the differences in 3-year survival rate of pa-

tients with laryngeal cancer in different PBX3 and C1QBP mRNA expression groups. COX regression analysis was used

HEMB .M E A RERSESHFHLRAIT XA B (20221638)
SRR MW, 3% L, 5L, 5. PBX3 4= C1QBP A EAR T AARERGH X A[J]. ®3FEF,2025,37(4):532-537. DOI.10. 3969/j.
issn. 1672-3511. 2025. 04. 011



WA ESF 2025 F 4 A % 37 5% 44 Med ] West China, April 2025, Vol. 37,No. 4 « 533 -

to analyze the factors affecting the prognosis of patients with laryngeal cancer. Results The relative expression levels of
PBX3 and C1QBP mRNA in cancer tissues were (3. 72+0.58) and (3. 11+0.43), which were significantly higher than
(1.12+0. 27) and (0. 79+0. 22) in adjacent tissues, and the difference was statistically significant (1=46. 692, 55. 185,
all P<<0.001). The positive rates of PBX3 and C1QBP in CRC cancer tissues were 96. 77 % (60/62) and 91.94% (57/
62), which were higher than 9. 68% (6/62) and 12. 90% (8/62) in adjacent tissues, and the differences were statistically
significant (y*=96. 458, 77.633, all P<<0.001). PBX3 mRNA expression was positively correlated with CIQBP mRNA
expression (r=0.712, P<<0.001). There were significant differences in the expression of PBX3 and C1QBP mRNA in
tumor tissues of different TNM stages, tumor differentiation and lymph node metastasis (all P<<0.001). The 3-year sur-
vival rates of PBX3 mRNA high expression group and low expression group were 70. 77 % (46/65) and 92.65% (62/
67), and the 3-year survival rates of C1QBP mRNA high expression group and low expression group were 71. 88% (46/
64) and 91.18% (62/68). The 3-year cumulative survival rate of PBX3 and C1QBP mRNA high expression group was
lower than that of PBX3 and C1QBP mRNA low expression group. and the difference was statistically significant (Log-
Rank y*=12.761, 10. 910, all P<C0.001). TNM stage [l ~ IV, lymph node metastasis. high expression of PBX3 mRNA
and high expression of C1QBP mRNA were independent risk factors for poor prognosis of patients with laryngeal cancer
(all P<<0.001). Conclusion The expression of PBX3 and C1QBP is increased in laryngeal carcinoma, and they are related

to TNM stage, tumor differentiation and lymph node metastasis, which are independent risk factors for the prognosis of

laryngeal carcinoma.
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Figure 1 Comparison of relative expression levels of PBX3 and C1QBP
mRNA in cancer and adjacent tissues
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Figure 2 Comparison of PBX3 and C1QBP protein expression in tissues
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Figure 3 Correlation between PBX3 and C1QBP mRNA expression in la-
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Figure 4 Kaplan Meier survival analysis of the impact of PBX3 and C1QBP mRNA expression on prognosis in laryngeal cancer tissue
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Table 2 Single factor COX regression analysis

EES I 8 SE Wald 5 P OR 95%CI
A iy 1==60 % ,0=<60 % 0.142 0.113 1.579 0. 342 1.153 0.924~1.438
P53 1=%.0="% 0.161 0.135 1.422 0.428 1.174 0.902~1.531
I PR 43 724 1=7E] LRAA TR, 0=/ T8  0.266 0.183 2. 113 0. 291 1. 305 0.911~1. 868
Ay Ak B 1={% 4k, 0= h 4>k 0.278 0.185 2.258 0. 299 1. 320 0.919~1. 898
WL R 1=F,0=7 0.477 0.161 8. 778 <0. 001 1.611 1.175~2. 209
Jisgs TNM 434 1=M~N.,o=1~1 0. 570 0.182 9. 089 <0.001 1.768 1.238~2.526
PBX3 mRNA = RIAL 0=k EA 0. 620 0.171 13. 146 <0. 001 1.859 1.330~2. 599
C1QBP mRNA 1=HEFRik. 0=k Lk 0.574 0.169 11.536 <0. 001 1. 775 1.275~2. 473
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Table 3 Multivariate COX regression analysis
EES B SE Waldy* P OR 95%CI
B 0.477 0.155 9.471 <<0.001 1.611 1.189~2.183
fhg%e TNM 43 0. 397 0.122 10.589 <<0.001 1.487 1.171~1.889

PBX3 mRNA 0.609 0.176 11.973 <<0.001 1.838 1.302~2.596
C1QBP mRNA 0.551 0.178 9.582 <<0.001 1.735 1.224~2.459
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