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[Abstract] Objective The overexpression of miRNA-34a was used to detect the expression of Bel-2 and its effect

on the growth and migration of liver cancer cells, and provided a new target for the treatment of liver cancer. Methods

The potential targets of miRNA-34a were predicted by bioinformatics. The targeted regulation relationship between

miRNA-34a and Bel-2 was detected by double luciferase reporter experiment Hepatocellular carcinoma cells were cultured

in vitro and transfected with miRNA-34a mimetic and negative control respectively. After 36 hours of transfection, CCK8

was used to detect cell proliferation, Trans-well

was used to detect cell migration ability, and q-PCR and Western blot

were used to detect the effect of miRNA-34a on Bel-2 expression in hepatocellular carcinoma cells. Results miRNA-34a

could directly down-regulate the expression of Bel-2 (P<C0. 01).
hepatocellular carcinoma HepG2 cells (P<<0.01). Conclusion

reduce the activity and migration ability of HepG2 cells.
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; Liver cancer; Proliferation; Migration

RO 62,6 J7/4FE, B TORMEME A 5 AL, IF
PR R N i A A Ay P E R R S R E R
2020 A 550 HCC /Y B35 ¥ ab F it A ai s,
JREHBAMNEFFAR CH AR IT S H R H 25 kB (H ik
T Wb & & TIN5 S8 HCC BB 5 AR R
THRARAG . PR b . B8 2 i 2B 0 22 1) R A R TR MLt
SHB IR RS DLk H et HCC 3Gy A &
FEE Y. MicroRNA (miRNA) & 4F & 8 ) — Ff
+ 4>\ ERAES TSN RNA, miRNA 75 R 8 5 i



.« 1614 - WHERESF 2022 F 11 A % 34 %% 11 # Med ] West China, November 2022, Vol. 34,No. 11

B 3 e R DR A SR i R 4 ok I T 440 L 1 4% el
Az B AR L H A0 MR T R R kR R
miRNA e e s & ¥ 35 B 2D Be . 3 2058 1o 1
HE PR LA K B8 1) 35 ik PR TE 98 O 1Y) F i B e B o R v
HAFAMS 5. miRNA-34a J& miRNA B —Fh . 3%
{1 miRNA-34a w] BH 1k b 988 40 i (4 58 5% Fnisd vt
A Z W58 B 78 miRNA-34a 75 98 H Rk oK1 8 3%
TR F AL, miRNA-34a Z 5N R ELRIE. 5
JFF 9 P R % V) AH OCT 0L R A T 9 I GE L 7E LR
o R IR 5 22 R N 2R E T miRNA-34a (1 3£k
WS F G AR I ALH IR R B T, U Bel-2
TR G 2H 24rh iy 23K, il 40 Jfo 08 1= 3 Tk, A F
S R Ah it % 35 miRNA-34a, 3 i miRNA-34a 5
Bel-2 () % 1) 8 45, L & miRNA-34a %f iF % HepG2
2 M 336 58 R 3T A% RE 0 00 5 e, SR TR 00 R T B AL
1 MBE5FE

L1 FEMESEH  AFEAE R HepG2 1T
Hh [ Bk A B A 1 B 22 BF 52 9T s FBS A DMEM Il F 5%
Gibco 24 7] ; riboFECT™ CP %% i 7 & . miRNA-
34a mimics (miRNA-34a #5450 4) M1 H B 1 X 18 4
mimics NC W v [ 46 1l 2E 9 5 X980 2 i I 7 3 )
W T [E 5 B AW s Trans-well /N Il F 3¢ [/ Cor-
ning 2> &) ; MiniBEST i@ ] RNA 2 B 7 & . Prime
Script RT Master Mix & 5] & . TB Green™ Premix
Ex Taq™1I I T [E Takara /A &) ; Western blot 4 it
20 92 il ECL B G T [ 38 = K495 Bel-2
Antibody,Gapdh Antibody T 3& E Affinity 2\ &,
1.2 J5

L2, 1 HWhHIFSHE 5 H 100FBS #
DMEM 1 5% 3% HepG2 40 M. 7 37°C. 5% CO, FI
05 V6L FE Y B 96 26 P S0 A7 400 B 9L 8 0 1
SR 2 A% R (i gy miRNA-34a [ % X 8 9
mimic NC) ;miRNA-34a F YL 4H (54t miRNA-34a f#
WP . AL 18107 /LAY BEHAN T 24 fLAR T
WA R U B A3 A riboFECT™ CP &% 44 3 ) & i
RN AT G

1.2.2 CCKS8 #ill miRNA-34a XF - 40 1 3% 11 8 5%
M) LA 3107 /LAY B B AP T 96 fL AR B 3R OF
By, Ky 1.2.3.4.5.6 F1 7 d B 40 HEIE ) (FE 450
nm AT R AE G OD () . 5 Lo B2 B 8 0
By BT TR Sy A Al o 22 ) 241 6 3 5 it 2K .

1.2.3 miR-34a §{#r WM A TargetScan Chttp://
www. targetscan. org) 2 #& J& i Il miR-34a A9 L bR
A,

1.2.4 ZFOCEMIME LKA M miRNA-34a Xf Bel-2
B miRNA-34a B 98 56 2 i & X B
ALK 5 wild-type of Bel-2, mutant of Bel-2 #
Negative control ) pEZX-MTO06 {1 %¢ ¢ 2 i ) 45 £
R—EILF Qe (R D, ¥ YL )5 36 h, il FI BP0 K B
I 7 ) A I 9 5 3R T P

F1 RWREBREEFRRNSA
Table 1 Luciferase reporter gene detection group
45 S G g ik
By A= 7 Bel-2 44 miRNA-34a #&#/4) + wild-type of Bel-2
P F e Xt BB AR+ wild-type of Bel-2
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Table 2 Overexpression of miRNA-34a inhibits the proliferation of liver

s} ] (d) X B2 miRNA-34a % gL 24

1 0.23+0.01 0.2340.02
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Figure 1 Overexpression of miRNA-34a inhibits the migration ability of HepG2 cells
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hsa-miR-35a-5p 3’ UGUUGGUCGAUUCUGUGACGGU

B 2 Bcel-2  miRNA-34a B Tif884R (n=3)
Figure 2 Bcl-2 is the downstream target of miRNA-34a
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Figure 3 miRNA-34a down-regulates the expression of Bcl-2 in liver cancer cells
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