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[ Abstract] Objective To study the expression and clinical significance of cell division cycle factor 5 (CDC5L),
DExD/H-box helicase (DDX21) and telomerase (hTERT) in colorectal cancer (CRC). Methods R language was used to
analyze the expressions of CDC5L, DDX21 and hTERT in CRC cancer and adjacent tissues from the Human Cancer
Genome Database. The protein expressions of CDC51., DDX21 and hTERT in CRC carcinoma and adjacent tissues were
detected by immunohistochemistry. The correlation of CDC5L, DDX21 and hTERT expression in CRC cancer tissues was
analyzed by Pearson linear correlation analysis. The relationship between the expression of CDC5L, DDX21 and hTERT
in cancer tissues and clinicopathological characteristics was statistically analyzed. Kaplan-Meier survival analysis (Log-
rank test) were used to analyze the difference in survival prognosis of patients with different CDC5L., DDX21 and hTERT
expression. Results Compared with adjacent tissues, the expressions of CDC5L, DDX21 and hTERT mRNA in CRC
cancer tissues were significantly higher, and the difference was statistically significant (P<C0. 001). The positive rates of

CDC5L, DDX21 and hTERT in CRC cancer tissues were significantly higher than those in adjacent tissues (all P<<0.05).
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There was a significant positive correlation between CDC5L and DDX21 expression (r,=0. 576, P<<0.001). DDX21 and
hTERT expression were significantly positively correlated (r, =0.521, P<(0.001). There was a significant positive
correlation between CDC5L. and hTERT expression were significantly positively correlated (r, =0.628, P<C0.001).
There were significant differences in the expression of CDC5L, DDX21 and hTERT proteins in CRC cancer tissues with
different tumor stages and lymph node metastasis (all P<<0. 05). Kaplan-Meier survival curve (Log-rank test) analysis
results showed that the 3-year overall survival rates of patients in the CDC5L positive expression group, DDX21 positive
expression group, and hTERT positive expression group were significantly lower than those in the CDC5L negative
expression group, DDX21 negative expression group, and hTERT negative expression group, respectively (all P <<
0.05). Conclusion The expressions of CDC5L, DDX21 and hTERT are up-regulated in CRC cancer tissues. The

expressions of CDC5L., DDX21 and hTERT are related to tumor stage and lymph node metastasis, and are new tumor
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markers for evaluating the prognosis of CRC.

[Key words] Colorectal cancer; CDC5L; DDX21; hTERT; Clinical significance

45 H s (Colorectal cancer, CRC) &4 {H: AL 46 Py
FIRAE AR I 90 7 ASETZ . HAT CRC 11 R
IBITALAE T ARUIER A7 88 ) 3R 97 A SR iR 9T 55
R B IR YT 7 38 M 2 W A KT R A AR A I ]
B4y B 35 72 CRC W 01 30 I R RE R A 15 B2
T - B 00 B I R IR T T AR RS . IR AIFSE CRC
IBLEI T 4B 09 CRC i A i 9, % 28 35 19 115 A
Wr B A w2 S, A4 A W K 5 (Cell division
cycle 5 like, CDC5 L) e [K 4 5 £ 11 /2 HiT {5 6 RNA Jin
T F ARG .0 s &8 E L fEHTA mRNA
I A DNA 453 4 sz b 2 i 5 4 . piF g R B
CDCSL 7E TR BV g B 45 8 Ve b R ik b
A I 30 2 AR A A R B G2/ M B B A, 2
H Az pE 3 5 . DExD/H-box f# Jig it (DExD-box heli-
case 21, DDX21) % A i F 10q22. 1, & H A7 {4 57t
DEAD & 45419 RNA i gl . 2 5 MG kK 4 K1 &
Az DL R A0 B A A D oy 24 45 A B AR RS SRR
DDX21 3 i 12 32 48 10 1 9 3R A il D1 A R ik L e
T R 40 P S A . N R G 3 5 S i (Hou-
man telomerase reverse transcriptase, hTERT) & fig
i B 1 g A6 2K i 48 L P A W A% 2R LI . 2 5 R 1 R
R AR & B, B X hTERT (936 47 g 6% 1l i
52 W) 83 AP S5 410 o] e e ) S e A R L R 0 i R IR
7RSI SO A B 5 CRC #2412 CDCSL
DDX21 J¢ hTERT H)3RE RV = il R & .
ARSI
1.1 — gkl eH 2016 £ 2 H—2018 4F 2 A&
Bei2in iy 84 i) CRC BEME AT . 99 A bR
Q&K A B2 W8 CRC., @ 83 T fbyr
BRI L. QI IRBEVI PR 2% . @B H K KR
AU IR B MG E . HEBRAR U O&IF R4
BRI SE F B e BN 55 . Q& JF Hoe e .
Q—MeRE 2= A H LT Rl . T 50

B Lotk 34 B AE WS 31~77 %P3 (61.3+6.5) %
e o . B R 3T 9 A R AT B IR A R A
22 15, JC 62 5] s I JeE AR <3 em # 60 ], >3 cm F
24 ) s g 33 . 1~ 11390 55 ), I3 29 s o fb 72
a4k 58 B AR a1k 26 B, BEDT: BT A A
Bt o e R VT B = A H BV — RGBT N B
AEAEIE O BEVT R & 2021 4F 2 L BETT & S N BT
AF I] 5 ol B AR A S B AR T . A 5 4 T B 1R 3
ZhisHiE .

L2 gy i CDCSL.DDX21 K
hTERT & [ 41k . K98 A 55 16 5 41 20 (9 21 21
NG 2 cm DL B4R A5 B o0 1E 5 4L 2D F 10 %
bR R [ L A SR R ORI A L R 2
KA HE) & T A R GH 2% vh i (pH6. 0) i &
BIRPURSE S AR H E R 370 B K BE
PO TR 2o S AR P T 20 min 5 %6 S L vE B 0.5 h; —
Pt 4 CH¥HE 16 h,CDC5L,DDX21 & hTERT —Hi #ii
Byl 1:400, %W H Abcam 2\ #l, %85 abl29114 .
ab182156.ab230527; i E W H 2 h; DAB W &
2 min; R AR R PANAEAZ 5 min; B BE LRI K A4 A
A RS E DRCR N T AR ) M UR S5 3 B 0 M
P A<5% R 0 43.5%~25% R 1 43,25% ~50%
K243 ,50% ~T5% R 348, >T5% R 4 4 Y o
REE R 15y MR E A 2 7 ek 3 4, 453
<2 5y A BAE . =3 43R R B

1.3 geit2zsrtr W] SPSS 21. 0 #4433 47 5
3t . W HT ROGE 40 N 2 i I AR IR A BN R
CRC % Fl 9 52 4 44 vp CDC5L, DDX21 & hTERT
mRNA fF ik, K FPKM #% 01 RNAseq £ 4fs #% #e
BT TPM & AT #EAT log, #4k. 11 Bk LA B+
PRUEZE (x +5) FRoR, A B R ¢ /g6 TH8K
GERHH V0 Fam  ALIAPR I FLBCR T K ge . AHSe
M1 % A Spearman #kAH %3041, Kaplan-Meier 4=



« 350 - WERES 2023 F 3 A % 35 %% 34 Med] West China, March 2023, Vol. 35,No. 3

174y Bt (Logrank £ %) 4 #f CDC5L., DDX21 K&
hTERT ik % CRC B & A 5 5% m, P<0.05
2 HA WEE

2 &R

2.1 CRC ¥ 5 % 5 41 40 CDC5L, DDX21 K&
hTERT mRNA Riktbig  AHE T 55 41, CRC i
ZH4ih CDCSL,DDX21 } hTERT mRNA (#) 3 ik B
BAE.ZREAGIEE L (P<0.00D, LA 1,
2.2 CRC % 5 % 95 41 40 CDC5L, DDX21 K&
hTERT &1k CRC 4 41% CDCSL # ¥
P 3R 3 B AL T b 96 20 BEL 0% 4 B A% L A0 B RR 40 B
¥, DDX21 F 1A% 8 60 B P R 3k 7 F 48 i 4% . h TERT
P 0 PH M 2 38 6 T 40 R R L %, CRC s 41 41
i CDCSL FHPERR 78. 6% (66/84) B Wi 25 T4 55 41 41
8.3% (7/84) (¢ = 84.327, P<<0.001); 4 41 41
DDX 21435 BH 3 75. 0% (63 /84) B . i F o 55 41
H7.1%(6/84)(x*=79.905,P<C0.001) ;J& 20 4

@
& 5 414
i 41 41

T EE
| 4

CDC5L DDX21 hTERT

N

mRNAA] X} 2% ik &
Log,(TPM+1)
[ ]

B 1 CRC % 583442 H CDCS5L,DDX21 & hTERT mRNA %%
bk %%

Figure 1  Comparison of mRNA expression of CDCS5L, DDX21 and

hTERT in CRC cancer and adjacent cancer tissues
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Figure 2 Protein expression of CDC5L, DDX21 and hTERT in CRC cancer tissues
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Table 1 The relationship between the expression of CDCSL., DDX21, hTERT proteins and clinicopathological features in CRC cancer tissues
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Figure 3 The relationship between the expression of CDC5L, DDX21, hTERT and survival prognosis in CRC cancer patients
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